IN THE UNITED STATES PATENT AND TRADEMARK OFFICE 



Application of: RADIN et al. 

Appln. No.: 08/713,928 

Filed: September 13, 1996 

For: PRODUCTION OF LYSOSOMAL 
ENZYMES IN PLANT-BASED 
EXPRESSION SYSTEMS 



Group Art Unit: 164 6 
Examiner: E. KEMMERER 
Atty. Dkt. No.: 7956-011 



DECLARATION UNDER 37 C.F.R. g 1,132 



Assistant Commissioner for Patents 
Washington, D.C. 2 0231 

Sir: 

I, KAREN K. OISHI, declare and state that: 

1. I am a co-inventor of the above-identified 
application. 

2. I have carefully reviewed autoradiograms 
containing sequence data of the MeGA promoter and compared 
that data with the MeGA promoter sequence shown in Figure 11 
originally filed with the above- identified application. 

3. My review indicates that several nucleotide 
residues were inadvertently omitted from or incorrectly 
recorded in the sequence shown in the originally filed Figure 
11. 

4. The correct sequence of the MeGA promoter is 
shown in the hand-corrected Figure 11 attached hereto as 
Exhibit A. 

5. The correct MeGA promoter sequence was based on 
data obtained from a cloned MeGA promoter-containing DNA that 
was also used in constructing the MeGA: IDUA expression 
construct contained in plasmid pCT22, which was deposited with 
American Type Culture Collection on August 30, 1996 and 
assigned accession number ATCC 97701. 
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I hereby declare further that all statements made 



herein of my own knowledge are true and that all statements 
made on information and belief are believed to be true; and 
further that these statements were made with the knowledge 
that willful false statements and the like so made are 
punishable by fine or imprisonment, or both, under § 1001 of 
Title 18 of the United States Code and that such willful false 
statements may jeopardize the validity of the application or 
any patent issuing thereon. 



Date: % 
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CAATACGATA TTACCGAATA TTATACTAAA TCAAAATTTA ATTTATCATA TCAATTATTA 
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FIG. 11 



